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Summary

There were no outbreaks officially reported in FNtBe countries that did not practice vaccination between
JanuaryandMarch 2009.

FMD type A in the Middle East and Libya

In the Middle East the Aran-05 strain continues to evolve and spread to previously unaffected countries.
During the present reporting period it has appeared for the first time in Irag, Kuwait, Lebanon andhdibga a
continued to cause outbreaks in Bahrain, IRakistanand Turkey. During the past two years four distinct sub
lineages have been recognised and nam&am05**>%" A-Iran-05""", A-lIran-05""%" and Alran-05*"R%,

The first two have evolvedithin Turkey and have not spread to the rest of the Middle Ealsanf05*"%%" has
appeared in Afghanistan (2007), Iran (2I9), Pakistan (2008009) and Bahrain (20094-Iran-052A%%®

has become the most widespread-kubage appearing in Bahrai(2008), Iran (2009), Pakistan (2009),
Lebanon (2009), Iraq (2009), Kuwait (2009) and Libya (2009).

FMD type Ain Egypt

FMDV type A has reappeared in Egypt after an apparent absence of approximately two years. Phylogenetic
analysis has demonstrated asd relationship with previous outbreaks in that country in 2006. It is not clear if

the virus has persisted undetected in Egypt or if a new introduction from the same source as the 2006 epidemic
has taken place.

FMD type A in China

In January 2009, FMDytpe A appeared in the Peoplebs Republic o
196006s. Phyl ogenetic analysis has shown a close | ink
recent introductions into China.

FMD type O in Taiwan
In Februay 2009, Taiwan eported the first outbreak of type O since 200ie disease was found in sentinel
nonvaccinated pigs but no other information or samples have reached WRLFMD.

FMD type O in the Middle East

The PanAsi& strain (MESA topotype) continueotdominate in the region with viruses being isolated from
Iran, Pakistan and Turkey. However, in late 2@@8ly 2009, viruses belonging to the 48@01 strain (also ME
SA topotype) appeared in wildlife (gazelle and black buck) in the United Arab Emirates.

FMD types SAT 1 and SAT 2 in Zambia
Both serotypes continue to cause problems in Zambia and it is not clear whether these are introductions from
neighbouring countries or transmission from indigenous African buffalo populations.

Uncharacterised FMD viruses

A number of other outbreaks have occurred where samples have not been sent to the WRLFMD. It is probable
that the countries involved have performed their own genetic characterisation, however, we would also like to
encourage the submission of sampte#scomplete VP1 sequences) to the WRLFMD.

WRL vaccine recommendationshave been amendeffom the previous report (Annex 4)to take into
account the continued spread and dominance of thEMDV serotype A Iran 05 strain and itsconsistently
poor antigenic mach to A22 Iraq vaccine It is recommended that a more suitable alternativdor the A
Iran 05 strain should be identified and tested for efficacy by WRLFMD, but that A22 Irag remain at high
priority, since good quality, high potency emergency A22 Iraq vaite should offer some protection
against this strain.



Detailed Diseasd nformatio n

ASIA i1 Far East & Southeast Asia

Peopl ebs Re p 0Obidilanuarg, h outlidnk ofFBID type Asia 1 was reported in cattle
Erbatai, Kuche, Xinjiang provingg-ig. 1a). On 17/03/2009 another outbreak of type Asia 1 was found in ¢
at Sumitu Sumu, Etuoke, E'erduosi, Inner Mongdtig.(1b). On thel3/01/2009, FMD type A was detected
cattle n Sunwan, Dongxihu, Wuhan, Hubei provinggg. 1c). A second outbreak due to type A wasndon
03/02/2009 at Wusi, Fen Xian, Shanghai, again in cgite 1d).
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Fig. 1 FMD outbreaks in P.

The complete VP1 sequence of the type A virus from Wu
was received from the Lanzhou Veterinary Research Inst %
and compared to the WRLFMD database. The virus was |

closely related to type A viruses from southeast ABig. @). s AITAI 73/08" (TRRL)
No information is available on the gegping of the Asia 1
virus isolates. s

Fig. 2. Relationship between A/China/2009 and
southeast Asia viruses.

Taiwan Province of China:In February,
FMD type O was detected in pigs at Maoli
Township, YunLin (04/02/2009) and Beil

b) March 2009
e TAF

Town, ChangHua (09/02/2009)(Fig. 3a). On &> o
27/03/2009 another outbreak due to type O\ 7~ 4
reported in pigs at Singang Township, Ghi

(Fig. 3b). No information is available a® the

genetic identity of this strain and samples hi

not been submitted to the WRLFMD.

mFig. 3. Outbreaks of FMD type O in Taiwan POC.




Thailand: Reported outbreaks of FMD types O and Asiutheast Asia are shown Fig. 4 and Fig. 5,

respectively. Ningype O andeleventype A VP1 sequences were regsd from the TRRL on 03/03/20081ey
were all collectedluring 2008(Fig. 6). The location of outbreaks between January and March 2009 is shq
Fig. 7 (type O) andrig. 8 (type A). Phylogenetic analysis of the type O virus sequences showed they bel
to the Mya98 strain within the SEA topotype and were closely related to each other and to a virus s
from Myanmar in 2008 Kig. 9). The typeA viruses fell intothree genetic sudineages within the ASIA

topotype Fig. 10).
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Fig. 7. FMD type O outbreaks in Fig. 8. FMD type A outbreaks in Fig. 6. Location of FMDV types O (red) and A (blue) i
southeast Asia during Javtar, 2009  southeast Asia during Jdviar, 2009. Thailand in 2008 which have been sequenced.
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Cambodia: A single FMDV type A VP1 sequence, designa@8M4/08, was received from the TRRL o
03/03/2009.The location of the outbreak within Cambodia was not specifigenetically it clustered witl

Myanmar: A single FMDV type O VP1 sequenc
designatedMYA1/08, was received from the TRRL ¢
03/03/2009. The location of the outbreak witt
Myanmar was not specifiedReported outbreaksni
Myanmarin 2008 are shown ifrig. 11. Genetically it
clustered with Thai viruses from 2008g. 9).

Cambodian and Lao virusédrom2006 §ig. 10).
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Fig. 11. FMD type O outbrea I\‘;Iyanmar. duing 2008

ASIA i Middle East

Bahrain: Four samples were received on 21/01/2009 from |
Middle Governorate, Bahrain (Fig. 12). Two were identifiec
FMDV type A and two as FMD\GD. Phylogenetic analysi
showed them to belong to the I¥86 strain (ASA topotype).
The Bahrain 2009 viruses were distinct from those receive
2008, suggesting separate introductions. These two
lineages were later named-1/an-05AFG07 and Alran-
05BAR-08 (sed-ig. 23).
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Fig. 13. Relationships between FMDV A isolates from Bahrain
20089.




Iraq: Two batches of samples were received on 28/01/2009 (n=20) and 15/02/20p@l{ichbhad been take
from cattle between i2January and"®March 2009 in Irag. Seven type A viruses were isolated from thel
batch while four were only positive by rethe RT-PCR @l Muthannagovernorate). Four out of five sampl
from the secod batch were typed as FMDV type Al(Markazi, Denyanyaltand Al-SuwarauWasi) and the
fifth as FMDV-GD (Baghdad)Fig. 14). Phylogenetic analysis showed them to belong to tHe#05 strain
(ASIA topotype) Fig. 15). Thissublineage vaslater named Aran-05>*%% (seeFig. 23).
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Fig. 14. Location of FMDV type A (blue) and FMDXGD
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Iran: On 26/02/2009 29 samples were received from various locations ifHigarl6). Twentyseven of the
samples were identified as type Adatwo as type O. Phylogenetic analysis of the type A VP1 sequs
showed they belonged to one of two dimeages of the Aran-05 strain A-Iran-05*"%%" and Alran-05*AR%8

(seeFig. 23). The two type O viruselselonged to the PanAsiastrain (MESA topotype) and were most closg

related to viruses from Pakistan in 2Q@1g. 18).
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Fig. 16. Location of 26 samples received from Iran (the locatibihree
type A viruses was not supplied).
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Fig. 18. Relationships between O Ir&909and O Pakistan
2007viruses lelonging to the PanAsia strain.
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Fig. 17. Relationships between A Iran 2009 viruses
belonging to the Aran-05 strain.




Israel: On T February an outbreak of FMI ... typeOOl//O%%O%?

was detected in cattle Bet Halewi, HaSharon
Hamerkaz and identified at the Kimron
Veterinary Instituteas type O(Fig. 19). A
secand outbreak was identified on 11/02/2009
llut, Kineret, Hazafon this time in sheep an
goats(Fig. 19b). Further outbreaks occurred
Arbel, Kineret, Hazafon(22/02/2009; sheep)
Shefar'am, Acco, Hazafof26/02/2@9; cattle),
Grifat-Zarzir, Yizreel, Hazafon (08/03/2009
cattle and sheep),Arara, Hadera, Haife
(07/03/2009 cattle) and Kefar Yehoshua,
Yizreel, Hazafon(09/03/2009 goat$ (Fig. 19
& d). No samples have been reeel by the
WRLFMD.
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Fig. 19. Location of outbreaks of FMD type O in IsragéanMar

b) type O- 11/02/2009

2009.

Kuwait: Six samples wereeceived by the WRLFMD 0t1/02/2009 FMDV type A was isolated from all thg
samples which were collected from cattleKiabed(n=2) andSolybia(n=4). All six viruses belonged to the-A

Iran-05>"""% syblineage Fig. 17).

Lebanon: Eleven outbreaks were identified betwe
19/01/2009 and 10/02/2009 in cattle in various location
the Al Biga' and Ash Shamal regioffsg. 20). FMD type A
was identified in four samples sent tadhe WRLFMD.
Phylogenetic analysis showed them to belong to th@i05
strain (ASIA topotype)XFig. 21). This sublineage vas later
named Alran-05>""""8 (seeFig. 23).
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Fig. 20. Location of FMD type A outbreaks in Lebanon, -Fab
2009.
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Fig. 21. Relationships between FMD type A virusg
from Lebanon.







