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Summary

There were no obteaks officially reported in FMBree countries that did not practice vaccination between
JulyandSeptembef009.

FMD type A in the Middle East

In the Middle East the Aran-05 strain continues to evolve. During the past two years four distindinedges
have been recognised and namettak-05*"%" A-Iran-055""%7 A-Iran-05""¢%" and Alran-05"%%¢ A new
sublineage has appeared in Pakistaud we will maintain a watching brief on its progressvill be namel if it
becomes more widespread

FMD type O in Nepaland Sri Lanka
Samples received from these two countries demonstrate that there are type O viruses circulating in southern
Asia which are not part of the PanAgidineage.

FMD type O in Taiwan
In Taiwan FMDV O(CATHAY topotype)continues to occur sporadically in pigs.

FMD type SAT 2 in Botswana
SAT 2 continues to causporadicgproblems in the nortiwvest of the country.

Uncharacterised FMD viruses

A number of other outbreaks have occurred where samples have not been sent to the WIRLS-pMDBbable

that the countries involved have performed their own genetic characterisation; however, through the OIE/FAO
laboratory network we would also like to encourage the submission of samples (or complete VP1 sequences) to
the WRLFMD.

WRL vaccine recommendations havaot changedfrom the previous report (Annex 3) where the
availability of new vaccines against thé&-MDV serotype A Iran-05 strain was highlighted

An up-to-date list and reports of FMD viruses characterised by sequencing can tefdha following
website: http://mww.wrlfmd.org/fmd_genotyping/2009.htm

Results from samples received at WRL (status of samples being tested) are shown in Table 1 and a complete
list of clinical sample diagnostics made by the WRL betwhén and Segimber200 is shown in annex 1
Table A. Arecord of all samples received to HRitbright Quly-Septembe0®) is shown in annex 1 Table B.
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Table 1: Status of sequencing of samples received by the WRLFMD frorS&giember 2009.

Batch Date Recd. Country Serotype No. of isolates  Status
WRLFMD/2009/00022 30/04/2009 Kenya A 2 Completed
WRLFMD/2009/00022 30/04/2009 Kenya o] 5 Completed
WRLFMD/2009/00022 30/04/2009 Kenya O+ SAT1 1 SIP
WRLFMD/2009/00022 30/04/2009 Kenya SAT 1 13 Completed
WRLFMD/2009/00022 30/04/2009 Kenya SAT 2 6 Completed
WRLFMD/2009/00025 01/05/2009 Thailand o] 10 Completed
WRLFMD/2009/00025 01/05/2009 Thailand A 12 Completed
WRLFMD/2009/00026 01/05/2009 Cambodia o] 3 Completed
WRLFMD/2009/00026 01/05/2009 Cambodia A Completed
WRLFMD/2009/00027 01/05/2009 Myanmar (0] 2 Completed
WRLFMD/2009/00029 02/06/2009 Israel o] 26 Completed
WRLFMD/2009/00029 02/06/2009 Israel A 18 Completed
WRLFMD/2009/00032 02/06/2009 Palestinian A.T. o] 17 Completed
WRLFMD/2009/00033 22/06/2009 Nepal o] 12 Completed
WRLFMD/2009/00035 22/06/2009 Taiwan o] 1 Completed
WRLFMD/2009/00036 15/06/2009 Pakistan A 9 Completed
WRLFMD/2009/00037 13/07/2009 Israel A 1 Completed
WRLFMD/2009/00038 27/07/2009 Israel A 1 Completed
WRLFMD/2009/00039 31/07/2009 Botswana SAT2 4 Completed
WRLFMD/2009/00040 19/08/2009  Saudi Arabia o] 2 Completed
WRLFMD/2009/00041 24/08/2009 Sri Lanka o] 1 Completed
WRLFMD/2009/00042 03/09/2009 Yemen o] 5 Completed
WRLFMD/2009/00043 03/09/2009 Ethiopia o] 6 Completed
WRLFMD/2009/00043 03/09/2009 Ethiopia SAT2 2 Completed
WRLFMD/2009/00044 18/09/2009  South Africa SAT3* 2 Completed
WRLFMD/2009/00045 18/09/2009 Swaziland SAT1* 2 Completed
WRLFMD/2009/00046 18/09/2009 Mozambique SAT1* 1 Completed
WRLFMD/2009/00047 18/09/2009 Malawi SAT2* 1 Completed
WRLFMD/2009/00048 18/09/2009 Uganda SAT3* 1 SIP
WRLFMD/2009/00049 28/08/2009 Pakistan A 4 Completed
WRLFMD/2009/00049 28/09/2009 Pakistan Asia 1 3 Completed
Total 174

SIP, sequencing in progress.
*, historical samples requestedrinahe OVI for sequencing studies.
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Detailed Analysis:ASIA

Cambodia: Three type O (collected in 2004, 2006 a
2008) and one type A (collected in 2008) FMD viru:
were isolatedduring the last reporting period and t
genotyping results for the type Arus was reported
VP1 sequencingas now been completed for the ty
O 6. all three viruses belong to the MEA topotype,
PanAsia strain and were most closely related
viruses from Vietnam.

AICAMI2/2008
Sameakki Mean Chey Distrct,
Kampong Chhang Province

OICAMIL/2004
Teuk Phos Disrct,
Kampong Chhang Province

O/CAM/LI2008

OICAM/SI2008
S 6 aiyict, Kandal Province

Angior Chey Distict,
Kampot Province.

FMD viruses isolated from Cambodia. Red circles are t
O and the blue circle is type A.

Batch: WRLFMD/2009/00026; received: 01/05/2009

O/VIT/8/05* (TRRL)
O/VIT/8/2004
OIVITI7/2005
OICAM/1/2008
O/LAO/17/2003 (DQ164912)
O/LAO/2/2006 (2003)(EUB67451)
O/LAO/19/2003 (DQ164913)
O/LAO/20/2003 (EU667449)
O/IMAY/1/2006
OIMAY/2/2006
O/MAY/7/2005

OIMAY/4/2005
O/MAY/6/2005

PanAsia-2

OITAI/2/2003 (DQ164980)
55§ O/LAO/1/2000 (EUB67444)

OITAW/2/99 (AJ294927)
OITAI/1/2000
OITAI/9/99 (DQ164978)
OIVIT/3/2005
1 0/VIT/3/05* (TRRL)
O/LAO/34/2003
OILAO/6/2003 (EU667447)
O/LAO/11/2003 (DQ164909)
O/LAO/3/2003 (DQ164908)
O/LAO/13/2003 (DQ164911)
O/LAO/12/2003 (DQ164910)
O/LAO/24/2003 (EU667435)

O/LAOJ28/2003 (DQ164916)
O/LAO/22/2003 (EU667434)
O/LAO/23/2003 (DQ164915)
OITAI/20/04R2* (TRRL)
O/VIT/1/2004 (DQ165032)
O/LAO/26/2003 (EU667436)
O/LAO/31/2003 (DQ164918)
O/LAO/3/2006 (2004)(EUE67452)
a3 1 O/LAO/4/2006 (2004)(EU667453)
EURO-SA

CATHAY

PanAsia

ME-SA

Israel: 26 FMD type O viruses were isolated (25 frg
2007 and one from 2008yuring the previousg
reporting period. Phylogenetic analyses showed al
viruses to be dsely related and to belong to the M
SA topotype, PanAsid lineage
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Batch: WRLFMD/2009/00029; received: 02/06/2009

O/ISRI32/2007

L O/TURI285/2007* (FMD))
‘O/JORI6I2006 (FI561317)

OIJORI7/2006 (FI561318)
OJBalikesitTURI1/2008" (FMD))
OJISR/37/2007

[ O/ISR/17/2007
O/ISRIT/2007 (FI561315)
O/ISRISI2007 (FI561316)
O/ISRI13/2007

0/1SR/2012007
O/ISRI1412007

1

O/ISRISI2007 (FI561314)
(O/ISRI29/2007
OISR/19/2007
OlISRI2512007
OIISRI1/2007 (FI561312)

J orisrrarz007 Fass1313)

= oRN/3472007

PanAsia-2

PanAsia

ME-SA

| O/IRN6/2007
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Israel: 12/07/2009: 14 outbreaks of FMDV A wel
reported tothe OIE. They occurred between Mar
and July 2009Two FMDV A viruses were isolate
from three samples received in July 2009. B
belonged to the ASIA topotype, -han-05*R08
lineage, as were Israeli viruses isolated during the
reporting period.
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Batch: WRLFMD/2009/0087, received: 2/07/2009
Batch: WRLFMD/2009/0088; received: 3D7/2009

AIRN/22/2009
I AISR/18/2009
I AISR/2/2009
AIRQ/19/2009
I AISR/4/2009
I AVIRN/28/2009
AISR/7/2009
AKUWI4/2009
ALIB/1/2009
AISR/1/2009
ALIB/2/2009
AIIRN/21/2009
AKUWI1/2009
AKUW/2/2009
AIRN/2/2009
|- A/BBAR/6/2009
AIRN/29/2009
AIRQ/21/2009
AIRQ/12/2009
[~ AIRQ/24/2009
AIRQ/15/2009
[— AIRN/16/2009
AIRQ/17/2009
AKUW/6/2009
AISR/3/2009

AIRN/L1/2009
AIRN/L2/2009
AILEB/4/2009
AILEB/5/2009
9 | ALEB/1/2009
ALEB/7/2009
|| AIRQI22/2009
6 1 AIRQ/23/2009
AKUW/3/2009
ABAR/6/2008
ANBAR/7/2008
APAK/4/2009
AIRN/L0/2009
} | AIRN/18/2009
AIRN/13/2009
AIRN/19/2009
AIRN/8/2009
AIRN/3/2009
AIRN/5/2009
AIRN/25/2009
AIRN/6/2009
AIRN/27/2009
AIRN/23/2009
75 | AIRN/24/2009

99 |99

BAR-08

Myanmar: Two type O viruses were received from the Thailand RRL during the last reporting
(O/MYA/2/2006 and O/MYA/2/2008 Phylogenetic analysishowed they both belonged to the SEA topoty,

Mya-98 lineage.
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Batch: WRLFMD/2009/00027;
received: 01/05/2009

OITAI/1/2009
OITAI/4/2009
OITAI/6/2008
OITAI2/2009
OITAI/12/2008

OITAI 60/08* (TRRL)
OITAI 55/08* (TRRL)

s | O/TAI 44/08* (TRRL)
O/TAI 40/08* (TRRL)

OIMYA 1/08* (TRRL)
OITAI 43/08* (TRRL)
OIMAY/9/2007
O/LAO/1/2007
O/MAY/7/2007
OIMAY/4/2007
O/MAY/6/2007
O/MAY/5/2007

OITAI 5/08* (TRRL)
OITAI 7/08* (TRRL)

OITAI1/2005
OITAI/8/2005

7o OITAI21/05* (TRRL)
OIMYA/7/2002 (DQ164928)
OIMYA/5/04* (TRRL)
OIMYA/2/2006
OIMYA/4/2004
OIMYA/3/2009
O/LAO/2/2001 (EUB67445)
OILAO/7/2003 (EU667448)
OILAO/4/2001 (DQ164907)
O/LAO/1/2003 (EUB67446)
O/LAO/35/2003 (EUE67450)
OIVIT/E/2005
OIMAY/1/2005
OIMAY/2/2005
OITAI/10/2007
= O/TAV3/2003 (DQ164981)

Mya-98

SEA
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Nepal: During the previous reporting periot2 FMD

type O viruses were isolated from samples collecte
2009; phylogenetic analysghowed that all belonge
to the MESA topotype Two of the virus isolate:
belonged to the PanAsalineage (O/NEP/2/2007 ¢
O/NEP/4/2008) and four to the KRDO1 lineage
(O/NEP/5/2008, O/NEP/7/2008, O/NEP/2/2009

O/NEP/3/2009), while six others fell mtwo distinct
lineages which were not easy to classify (NEP/6/2
& NEP/10/2009 and NEP/11/2009, NEP/13/20!
NEP/14/2009 & NEP/15/2009).
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Batch: WRLFMD/2009/00033; received: 22/06/2009
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Saudi Arabia: Two FMD type O viruses isolated from cattle epithelium collected @08/200%elonged to the
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ME-SA topotype, PanAs+a Imeage and were most closely related to viruses from Iran.

_I_ O/IRN/34/2009
O/IRN/38/2009

O/IRN/31/2009

O/IRN/43/2009

O/IRN/41/2009

O/SAU/1/2009
O/SAU/2/2009

Batch: WRLFMD/ZOOQ/OO@O received: 1@8/2009

—
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O/IRN/42/2009

O/IRN/35/2009
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Pakistan: Nine type A viruses (A?AK/6-10/2009,A/PAK/13/2009,A/PAK/15/2009 & A/PAK/17-18/2009
were isolated during the previous reporting period and all belonged to a ndiweagde of the Aran-05 strain.
A subsequent batch of samples was received dB2BJ09 and four type A and three type Asia 1 viruses
identified (although two of the Asia 1 virus failed to grow in cell culture). Phylogenetic analyses revea
two of the type A viruses (RIAK/24/2009& A/PAK/31/2009 belonged to the Aran-05*"¢°" sublineage
while the other twoA/PAK/23/2009 & A/PAK/25/2009 belonged to a newly identified, but as yet unnanm
A-Iran-05 sublineage. The Asia 1 viruse&\gial/PAK/26/2009, Asial/PAK/27/2009 & Asial/PAK/29/2(0
were closely related to a vir@8sial/PAK/8/2009 collected from the same region (Sindh) in 2008.
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AFG-07
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a7 VAJIAFG/44/2007
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AIPAK/9/2009
AIPAK/23/2009
3 | A/PAK/18/2009
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AIPAK/10/2009
AIPAK/7/2009
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AIPAK/25/2009
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Batch: WRLFMD/2009/00049; received

ASUINDII9 (EUS53910)
- AsL/WBN/117/85 (EUS53911)
To0 k= ASL/IND/WBN/117/85* (AY687334)

Asl/st

As1/CAM/9/80
100 g AS1/MYA/3/2000
As1/MYA/4/2000

As1/MYA/5/2000
As1/MYA/2/97
As1/Petchaburi/TAI85 vs
As1/MYA/1/2005
As1/MYA/2005 (TRRL)
As1/TAI/1/98 (DQ121129)
54 g As1/VIT/10/2006

AsV/IRN/4/2001 (DQ121118)
AS1/AFG/1/2001 (DQ121109)
ASL/IRN/63/2001
ASL/IRN/25/2004 (DQ121120)

33 g As1/PAK/8/2008
ASUPAK/2L-16/2009* (Lindholm)
I — As1/PAK/29/2009
As1/PAK/26/2009
100 N AS1/PAK/27/2009

As1/PAK/1/85
58 As1/PAK/1/54
As1/Bangkok/TAI/60
100 p AS1/IND/2/71 (1964)
As1/IND/63/72 (Y09949)
As1/Kimron/ISR/57 (AY593797)
As1/ISR/3/63 (AY593796)
As1/YNBS/CHA/58 (AY390432)
As1/IND/16/76
As1NKR/2/2007 (BTy1)
As1/IND/18/80 (DQ121116)
As1/IND/15/81 (DQ121117)
As1/Khabarovsk/RUS/2005 (ARRIAH)
‘As1/Khabarovsk/RUS/Dec2005 (ARRIAH)
As1/Amursky/RUS/Dec2005 (ARRIAH)
As1/Jiangsu/CHA/2005 (DQ156527)
As1/Jiangsu/CHA/2005 (EF149009)
As1/Hebei/CHA/1/2005 (EF187274)
As1/Hebei/CHA/2/2005 (EF187273)
As1/Gansu/CHA/2005 (EF185304)
As1/Beijing/CHA/2005 (EF185303)
As1/Amursky/RUS/2005 (DQ121401)
As1/Chita/RUS/2006 (ARRIAH)
As1/Prymorsky/RUS/2005 (ARRIAH)
As1/Qinghai/CHA/2005 (EF187272)
As1/MOG/2005 (ARRIAH)

CHINA

: 28/09/2009

Group IV

Group |

Group V
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Palestinian Autonomous Territories: 20 FMD

type O viruses, collectechi2007, were identifiec
during the previous reporting period. Phylogene¢
analyss showed that they were all closely relat
and belonged to the MBA topotype, PanAsid

lineage

@

Batch: WRLFMD/2009/00032; received: 02/06/200

Sri Lanka: A single ype O virus was isolated from a batch of four samples (two collected in 2008 and
2009). This virus belonged to the MEA topotype and was most closely related to viruses isolated in Sri |

in 19972000 and to Indian viruses from 199%98.

Batch: WRLFMD/2200900041; received24/08/2009

10




